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TP-01  /  SYNTHETIC TRUST

Numerical precision does not resolve miscalibration
24 populations × 128 participants per regime · 40 recorded observations per participant

A Estimation error B Interval coverage

Distinct row offsets identify methods; near-coincident estimates are compared directly in C.

C Grid refinement changes little
199-point deduplicated minus 1,001-point MAE

D Rounding crosses the gate
Continuous < .750: REVIEW; grid: APPROVE

Legacy 199

Deduplicated 199

Conventional 1,001

Unadjusted Beta

Continuous Grid .750


